
Unfolded protein binding (GO:0051082)

Lyase activity (GO:0016829)

Oxidoreductase activity (GO:0016491)
Structural constituent of ribosome (GO:0003735)

Structural molecule activity (GO:0005198)

Protein transporter activity (GO:0008565)

Nuclease activity (GO:0004518)
Nucleotidyltransferase activity (GO:0016779)

Cytoskeletal protein binding (GO:0008092)

ATPase activity (GO:0016887)
Helicase activity (GO:0004386)

Translation factor activity, RNA binding (GO:0008135)
RNA binding (GO:0003723)

Isomerase activity (GO:0016853)
Ligase activity (GO:0016874)

Nucleic acid binding transcription factor activity (GO:0001071)

Signal transducer activity (GO:0004871)
Transmembrane transporter activity (GO:0022857)

Ion binding (GO:0043167)

Transferase activity, transferring acyl groups (GO:0016746)

GTPase activity (GO:0003924)

Enzyme binding (GO:0019899)

Methyltransferase activity (GO:0008168)
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