Table S3 Genes predicted in virulence, disease, defense, and transporter system of M. vittatus.
	Locus
	Product
	Gene Length (bp)
	Protein Length (aa)
	Position

	Resistance to antibiotics and toxic compounds: Resistance to fluroroquinoiones

	peg 197
	DNA gyrase subunit B (EC5.99.1.3)
	843
	280
	147455 - 148397

	peg 198
	DNA gyrase subunit B (EC5.99.1.3)
	1056
	351
	148326 - 149381

	peg 199
	DNA gyrase subunit A (EC5.99.1.3)
	2667
	888
	149384 - 152050

	peg 861
	DNA gyrase subunit B (EC5.99.1.3)
	258
	85
	601577 - 601834

	peg 862
	Topoisomerase IV subunit B (EC 5.99.1-)
	684
	227
	601791 – 602474

	peg 865
	Topoisomerase IV subunit B (EC 5.99.1-)
	351
	116
	603062 – 603412

	peg 868
	Topoisomerase IV subunit A (EC 5.99.1-)
	516
	171
	603791 – 604306

	peg 869
	Topoisomerase IV subunit A (EC 5.99.1-)
	261
	86
	604357 – 604617

	peg 871
	Topoisomerase IV subunit A (EC 5.99.1-)
	711
	236
	605034 – 605744

	Invasion and intracellular resistance

	peg 125
	DNA-directed RNA polymerase beta’ subunit (EC 2.7.7.6)
	615
	204
	97599 – 96985

	peg 126
	DNA-directed RNA polymerase beta’ subunit (EC 2.7.7.6)
	3174
	1057
	100925 - 97752

	peg 127
	DNA-directed RNA polymerase beta’ subunit (EC 2.7.7.6)
	3615
	1204
	100928 -104542

	peg 144
	Translation elongation factor Tu
	1188
	395
	116239 - 115052

	peg 380
	Ribosomal protein L20p
	360
	119
	275184 - 274825

	peg 381
	Ribosomal protein L35p
	180
	59
	275373 - 275194

	peg 382
	Translation initiation factor 3
	540
	179
	275878 - 275339

	peg 743
	Ribosomal protein S12p (S23e)
	420
	139
	528923 - 529342

	peg 744
	Ribosomal protein S7p (S5e)
	471
	156
	529354 - 529824

	peg 745
	Translation elongation factor G
	1590
	529
	529885 – 531474

	peg 746
	Translation elongation factor G
	456
	151
	531483 - 531938

	ABC transporters

	peg 54
	ABC Transporter oligopeptide OppF (TC 3.A.1.5.1)
	2241
	746
	27852 - 25612

	peg 55
	ABC Transporter oligopeptide OppF (TC 3.A.1.5.1)
	489
	162
	28372 - 27884

	peg 56
	ABC Transporter oligopeptide OppB (TC 3.A.1.5.1)
	1164
	387
	29525 - 28362

	peg 57
	ABC Transporter oligopeptide OppC (TC 3.A.1.5.1)
	1170
	389
	30697 - 29528

	peg 58
	ABC Transporter oligopeptide OppB (TC 3.A.1.5.1)
	693
	230
	31389 - 30697

	

	Protein translocation across cytoplasmic membrane

	peg 463
	Mg transporter MgtE/CBD domain
	1389
	362
	324345 - 322957

	peg 620
	Mg and Co efflux protein CorC
	999
	332
	448963 - 447965

	Cation transporters

	peg 409
	SRP, subunit FtsY alpha subunit (TC 3.A.5.1.1)
	159
	52
	293577 - 293419

	peg 410
	SRP, subunit FtsY alpha subunit (TC 3.A.5.1.1)
	522
	173
	294107 - 293586

	peg 411
	SRP, subunit FtsY alpha subunit (TC 3.A.5.1.1)
	282
	93
	294388 - 293107

	peg 651
	SRP, subunit Ffh SRP54 (TC 3.A.5.1.1)
	1341
	446
	469760 – 471100

	
	
	
	
	


