
Supplem
ental Figure S1: changes in gene content in Ensem

bl C
om

para v87, v88 and v89. 

The E
nsem

bl C
om

para database w
as updated three tim

es w
hile w

e w
ere com

piling O
L2. In this 

tim
e-span w

e noticed that the landscape of w
orm

 genes w
ith predicted hum

an orthologs changed 

after each update, so that each version had ~2%
 of genes unique to it, w

hile another ~2-4%
 of 

genes w
ere found in only tw

o of the three versions (see also M
aterials and M

ethods).


