Table S1. Strains used in the current study and their genotypes. 


	Strain name
	Parental strain
	Genotype
	Reference

	SC5314
	
	Clinical strain
	(MAESTRONE AND SEMAR 1968)

	CAI4
	SC5314
	ura3::imm434/ura3::imm434 iro1/iro1::imm434
	(FONZI AND IRWIN 1993)

	SN148
	SC5314
	arg4/arg4 leu2/leu2 his1/his1 ura3::1 imm434/ura3::1 imm434
	(NOBLE AND JOHNSON 2005)

	SN95
	SC5314
	ura3::imm434::URA3/ura3 iro1 IRO1/iro1 his1/his1 arg4/arg4
	(NOBLE AND JOHNSON 2005)

	SN250
	SN152
	his1/his1, leu2:: HIS1 /leu2:: LEU2,
arg4 /arg4, URA3/ura3::imm434, IRO1/iro1::imm434

	(NOBLE et al. 2010)

	SFY87
	SC5314
	ura3::λ imm434/ura3::λ imm434 his1::hisG/his1::hisG arg4::hisG/arg4::hisG RPS1/rps1::[CIp30]
	(VANDEPUTTE et al. 2012)

	CAS4
	CAI4
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 sch9::hisG/sch9::hisG
	(STICHTERNOTH et al. 2011)

	JC378
	SN95
	ura3::imm434::URA3/ura3iro1 IRO1/iro1 his1/his1 arg4/arg4 dot6::HIS1 DOT6-GFP::ARG4
	This study

	DSY4169-B
	BWP17
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 his1::hisG/his1::hisG arg4/arg4 dot6::URA3 dot6::ARG4
	(VANDEPUTTE et al. 2012)

	DSY3452-15
	BWP17
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 his1::hisG/his1::hisG arg4/arg4 sfp1::URA3 sfp1::ARG4
	(VANDEPUTTE et al. 2012)

	hog1
	SN152
	arg4/arg4 leu2/leu2 his1/his1 ura3::imm434/ura3::imm434 iro1::imm434/iro1::imm434 hog1::His3 hog1::Leu2
	(NOBLE et al. 2010)

	swi4
	SN152
	ura3/::imm434::URA3/ura3::imm434 iro1::IRO1/iro1::imm434 his1::hisG/his1::hisG leu2/leu2 arg4/arg4 swi4::Leu2 swi4::His3
	(NOBLE et al. 2010)

	JC414 (dot6 revertant)
	DSY4169-B
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 his1::hisG/his1::hisG arg4/arg4 dot6::ura3 dot6::ARG4 CIpAct1-DOT6-URA3
	This study

	JC407 (dot6 sfp1)
	DSY4169-B
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 his1::hisG/his1::hisG arg4/arg4 dot6::URA3 dot6::ARG4 sfp1::HIS1 sfp1::SAT1
	This study

	JC285 (sch9 dot6)
	CAS4
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 sch9::hisG/sch9::hisG dot6::SAT1  dot6::URA3
	This study

	JC389 (dot6 swi4)
	DSY4169-B
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 his1::hisG/his1::hisG arg4/arg4 dot6::URA3 dot6::ARG4 swi4::HIS1 swi4::SAT1
	This study

	JC504 (hog1 dot6)
	DSY4169-B
	ura3::imm434/ura3::imm434 iro1/iro1::imm434 his1::hisG/his1::hisG arg4/arg4 dot6::URA3 dot6::ARG4 hog1::HIS1 hog1::SAT1
	This study

	JKC1345 (TOR1/tor1)
	SN95
	tor1::ARG4/TOR1 his1/his1::FRT-tetR arg4/arg4 URA3/ura3::λimm434 IRO1/iro1::λimm434
	(CHOWDHURY AND KOHLER 2015)

	JC482 (TOR1/tor1 DOT6/dot6)
	JKC1345
	tor1::ARG4/TOR1 his1/his1::FRT-tetR arg4/arg4 URA3/ura3::λimm434 IRO1/iro1::λimm434 dot6::HIS1
	This study

	JC390 (DOT6-[1555-1803]
	SC5314
	DOT6-[1555-1803]::SAT1

	This study
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