Table S8 Summary statistics and genetic differentiation of tested upstream regions in a Dutch and a Zambian population

*Number of sites included in the analysis (no missing data)
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®Number of samples
‘Number of segregating sites

Per 100 sites
*Watterson’s estimator of nucleotide diversity

"Mean pairwise nucleotide diversity
éNumber of haplotypes

hHaplotype diversity
'Average number of nucleotide substitutions per site between population of interest and D. simulans

Tajima’s D, all tests non-significant (P > 0.10)
*Number of polymorphisms private to the population of interest

'Number of fixed differences between populations
™Average number of nucleotide substitutions per site between populations

"Fixation index between populations



