Gene Function

reverse transcriptase-rnase h—integrase -
No description -

pro—pol protein -

predicted protein -

retrotransposon nucleocapsid protein -
gag-pol polyprotein =

cytochrome p450 -

serine-rich protein -

MFS general substrate transporter -

pol polyprotein -

other 1 protein kinase -

QCRG6 subunit 6 of the ubiquinol cytochrome—c reductase complex -
nwd2 -

kinase-like protein -

WDA40 repeat-like protein -
zf—-C3HC-domain—-containing protein -
glycoside hydrolase family 16 protein -
putative integrase core domain protein -
NAD(P)-binding protein -

glycoside hydrolase family 5 protein-
epoxide hydrolase -

SE-domain-containing protein -
carbohydrate esterase family 4 protein-
DUF1766-domain—containing protein =
S-adenosyl-L-methionine-dependent methyltransferase -
P-loop containing nucleoside triphosphate hydrolase protein -
delta—12 fatty acid desaturase protein -
cytoplasmic protein -

ubiquitin and ribosomal protein s27a -
beta-lactamase family protein -

GntR family transcriptional regulator/aminotransferase, class | [~
glycoside hydrolase family 76 protein -

40s ribosomal protein s6 -
alpha/beta-hydrolase -

reverse transcriptase ribonuclease h -
other/FunK1 protein kinase -

general substrate transporter -

short chain dehydrogenase -

glycoside hydrolase family 18 protein -

ARM repeat-containing protein =
extracellular triacylglycerol lipase precursor =
Pkinase—domain-containing protein =
nuclear protein -

Indoleamine 2,3-dioxygenase -

nadh:flavin oxidoreductase nadh oxidase -
RNA-binding domain-containing protein -
multiple ankyrin repeats single kh domain -
integral membrane protein -
glycosyltransferase family 2 protein-
ubiquitin and ribosomal protein S27a -
TKL/TKL-ccinprotein kinase -

laccase -

FAD/NAD(P)-binding domain—-containing protein -
DNA repair and recombination protein pif1 =
cysteine proteinase -

oligopeptide transporter -

alcohol oxidase -

c6 transcription -

putative aryl-alcohol dehydrogenase -

terpenoid synthase -

putative monooxygenase -
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