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Figure S2
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Figure S3
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Figure S4

Wild-type germ nuclei H3K27me3 oef-1 germ nuclei H3K27me3 Wild-type germ nuclei H3K36me3 oef-1 germ nuclei H3K36me3
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Figure S5

Wild-type germ nuclei H3K27me3 oef-1 germ nuclei H327me3 Wild-type germ nuclei H3K36me3 oef-1 germ nuclei H3K36me3
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Figure S6
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Figure S7
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Figure S8
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Figure S9
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Figure S10

Sample Ref. Tissue Cond. |GEOID Contrast
N2 rep1 - dissected gonads |wt GSM4430054 ctrl (wt/wt) and oef-1/wt
N2 rep2 - dissected gonads |wt GSM4430055 ctrl (wt/wt) and oef-1/wt
N2 rep3 - dissected gonads |wt GSM4430056 ctrl (wt/wt) and oef-1/wt
oef-1 repl - dissected gonads |oef-1 GSM4430057 oef-1/wt
oef-1 rep2 - dissected gonads |oef-1 GSM4430058 oef-1/wt
oef-1 rep3 - dissected gonads |oef-1 GSM4430059 oef-1/wt
N2 rep1 (v2) |Herbette et al |dissected gonads |wt GSM4411148 ctrl (wt/wt)
N2 rep2 (v2) |Herbette et al |dissected gonads |wt GSM4411149 ctrl (wt/wt)
N2 rep3 (v2) |Herbette et al |dissected gonads |wt GSM4411150 ctrl (wt/wt)
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Figure S11

257

N
o

254

2

o

251

254

60

601

Wild-type H3K27me3

| S — £ .
Wild-type H3K36me3

HP OO PUv Gy Sy S o] cotatinto il e, =~

Wild-type input

25 Jwild-type H3K27me3

—c .- 25— — -
Wild-type H3K36me3

Wild-type input

oef-1 H3K27me3

oef-1 input

2 Toef-1 H3K27me3

st i o —
oef-1 H3K36me3

Toef-1 input

e NU— — . - i - - = —
oef-1 H3K36me3
cadoam i Aiins 2 | oamlid Aol A,

60

OEF-1::GFP IP OEF-1::GFP IP
OEF-1::GFP input %0JOEF-1::GFP input
M | B | i (-
14,745,000 14,750,000 14,755,000 14,760,000 4,340,000 4,345,000 4,350,000
=51 B 1UD (3 B (o ELEs B B [ N ia
tac-1
C
S wild-type H3K27me3
S P C— . e e s entnli——

254

25

25

254

40

TWild-type H3K36me3

M

Wild-type input

oef-1 H3K27me3

— — —t e N — .

oef-1 H3K36me3

it . Madl . bk e,

oef-1 input

OEF-1::GFP IP

OEF-1::GFP input

| - uill e 11

6,460,000 6,465,000 6,470,000 6,475,000

H i =i -4

cdc-25.1




Figure S12
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