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Alignment to

1B_Partial 36-3F_213.txt-- Matches:352; Mismatches:3; Gaps:249; Unattempted:0
1B_Partial 36-3R_161.txt-- Matches:359; Mismatches:3; Gaps:240; Unattempted:0
* * * * * * * * *
1>GCTTA-GTTTTGCTGTCATGTGTACTTTAAAACTGCCTTTTAAAGTGGCTTCCTGATCCTAAGTATCGCACAATGAGACAAAACAAACGTCTGACTAAAT>99
1>~~~~A- AT GTGGCTTFTGATCCTAAGTATCGCACAATGAGACAAAACAAACGTCTGACTAAAT>63

363<GCTTA.GTTT TGTCATGTGTACTTTAAAACTGCCTTTTAAAGTGGCTTCCTGATCCTAAGTATCGCACAATGAGACAAAACAAACGTCTGACTAAAT<264

* * * * * * * * * *
100>AAATAAGCCGATAAAGCAGTGTTTGGATGAATGATATGGCTGATTTGGGTAGCAGCGCGCTGTCCAAGGTGCTGCAAAGCGCGGGCTGCGCCTCCCGCCA>199
64>AAATAAGCCGATAAAGCAGTGTTTGGATGAATGATATGGCTGATTTGGGTAGCAGCGCGCTGTCCAAGGTGCTGCAAA 142
263<AAATAAGCCGATAAAGCAGTGTTTGGATGAATGATATGGCTGATTTGGGTAGCAGCGCGCTGTCCAAGGTGCTGCAAA 185
* * * * * * * * * *
200>GATTCACATCACGTGACCCGCTCCAACCGCTGCGCGTTCACGACTNNNNNNNNNNNNNNNGGAGCGCCCTGCTGAACTACGGGTACGTGGGCTGTGTGCG>299
L 2> o o o e >142
B 5 m m o o o <185
* * * * * * * * * *
300>GGATCTGTTCATCGACGGGCGCAGTGTGGATGTCCGGCGCGCAGCAGAGCTGCAGAGAGCTGCAGGAGTGAAGCCGTCCTGCGGTARAGAGCCGCCCGGG>399
143> GCCGCCCGGG>153
184< GCCGCCCGGG<174
* * * * * * * * * *

400>AAGTGTGTGAGCGAGCCCTGCCTGAACAGAGGAGTCTGCAGGGAGGGATGGAGCCGATATATCTGCGACTGCACCGGGACGGGATTCCTGGGACACTCCT>499
154>AAGTGTGTGAGCGAGCCCTGCCTGAACAGAGGAGTCTGCAGGGAGGGATGGAGCCGATATATCTGCGACTGCACCGGGACGGGATTCCTGGGACACTCCT>253
173<AAGTGTGTGAGCGAGCCCTGCCTGAACAGAGGAGTCTGCAGGGAGGGATGGAGCCGATATATCTGCGACTGCACCGGGACGGGATTCCTGGGACACTCCT<74

* * * * * * * * * *
500>GCGAGAGAGGTGTGTGTGTATGAGTGCGAGAGTGTGT TTGATAATGATAATGATGCGGATCTTTCCGTCTGCAGACGCCACCATCCTCTCTTTCGA-TGG>598
254>GCGAGAGAGGTGTGTGTGTATGAGTGCGAGAGTGTGTTTGATAATGATAATGATGCGGATCTTTCCGTCTGCAGACGCCACCATCCTCTCTTEENARTGG>353

73<GCGAGAGAGGTGTGTGTGTATGAGTGCGAGAGTGTGTTTGATAATGATAATGATCHGCHETCcTTHccclcBecA B CC T~~~ ~~ ~~~~~~~~ <1

*

599>CAG~~>601
354>CAGAA>358



