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25min: 5min rap

25min: 10min rap
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40min: 5min rap

40min: 10min rap
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50min: 5min rap

50min: 10min rap
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60min: 5min rap

60min: 10min rap
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30min: 5min rap

30min: 10min rap

3' ends of Okazaki fragments
around nucleosomes

OF synthesis

3' ends of Okazaki fragments
around Abf1/Rap1/Reb1 sites

OF synthesis

Koussa & Smith, Figure S2

A B

A. Distribution of Okazaki fragment 3’ ends around the midpoints of high-confidence nucleosomes 
(Jiang and Pugh 2009) treated with rapamycin for five or ten minutes at the indicated time after 
alpha-factor release. Data are smoothed to 5 bp and normalized to the median value in the range 
±100 bp from the nucleosome midpoint.
B. Distribution of Okazaki fragment 3’ ends around Abf1/Reb1/Rap1 sites (MacIsaac et al. 2006) 
treated with rapamycin for five or ten minutes at the indicated time after alpha-factor release. Data 
are smoothed to 5 bp and normalized to the median value in the range ±100 bp from the transcrip-
tion-factor binding site midpoint.


