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	Items
	RNA-pooling transcripts

	Total length
	15,832,955

	Max length
	5,989

	Average length
	842

	Sequence No.
	18,799

	Seq No (≥1,000bp)
	5,825

	Seq No (≥500bp)
	10,704

	Seq No (≥300bp)
	14,215

	Seq No (≥100bp)
	18,369

	GC content (%)
	47.19

	Total N insert
	0



