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	Index
	Raw
	Trimming
	Contaminant
	Clean

	Number of reads
	366,202,454
	340,181,463
	96,018,025
	248,140,673

	Number of base pairs
	36,986,447,854
	33,153,910,818
	9,503,588,111
	24,408,402,324

	Number of reads (%)
	100
	92.89
	25.13
	67.76

	Number of base pairs (%)
	100
	89.64
	23.65
	65.99



