	Species
	Gene/retrocopy/
*transcript
	Score
	Start
	End
	% nt ID
	Chr
	Strand
	Chr Start
	Chr End
	Span

	Homo sapiens
	KU70
	1819
	1
	1830
	100.00%
	chr22
	Watson
	41622005
	41663815
	41811

	Homo sapiens
	NUKU1
	1328
	1
	1830
	89.80%
	chr1
	Crick
	220313935
	220315703
	1769

	Homo sapiens
	NUKU2
	1494
	4
	1830
	91.80%
	chrX
	Crick
	99719355
	99721158
	1804

	
	EU224311 NUKU2*
	2119
	1
	2194
	100.00%#
	chrX
	Crick
	99461602
	99939843
	478242

	
	Testis NUKU2*
	2155
	1
	2157
	100.00%#
	chrX
	Crick
	99719116
	99721272
	2157

	
	ENST00000435236.2*
	1795
	1
	1795
	100.00%#
	chrX
	Crick
	99719364
	99721158
	1795

	Homo sapiens
	NUKU3
	1500
	8
	1830
	91.80%
	chr8
	Crick
	62855304
	62857077
	1774

	Homo sapiens
	NUKU4
	1599
	1
	1830
	94.10%
	chr10
	Crick
	93206857
	93209627
	2771

	
	ENST00000420392.1*
	2771
	1
	2771
	100.00%#
	chr10
	Crick
	93206857
	93209627
	2771

	Homo sapiens
	NUKU5
	1717
	2
	1830
	97.00%
	chrX
	Crick
	150231071
	150232899
	1829

	Pan troglodytes
	KU70
	1811
	1
	1830
	99.80%
	chr22
	Watson
	24453028
	24493250
	40223

	Pan troglodytes
	NUKU1
	1337
	1
	1830
	89.90%
	chr1
	Crick
	195507718
	195509489
	1772

	Pan troglodytes
	NUKU2
	1725
	2
	1830
	97.20%
	chrX
	Crick
	145565567
	145567395
	1829

	Pan troglodytes
	NUKU3
	1498
	8
	1830
	91.80%
	chr8
	Crick
	60924253
	60926024
	1772

	Pan troglodytes
	NUKU4
	1593
	1
	1830
	94.30%
	chr10
	Crick
	89183671
	89186560
	2890

	Pan troglodytes
	NUKU5
	1498
	4
	1830
	91.90%
	chrX
	Crick
	95247315
	95249118
	1804

	Gorilla gorilla 
	KU70
	1809
	1
	1830
	99.80%
	chr22
	Watson
	24108129
	24148040
	39912

	Gorilla gorilla 
	NUKU1
	1704
	2
	1830
	96.90%
	chrX
	Crick
	143821412
	143823243
	1832

	Gorilla gorilla 
	NUKU2
	1594
	1
	1830
	93.90%
	chr10
	Crick
	88502616
	88505572
	2957

	Gorilla gorilla 
	NUKU3
	1496
	4
	1830
	91.80%
	chrX
	Crick
	93496437
	93498244
	1808

	Gorilla gorilla 
	NUKU4
	1494
	8
	1830
	91.70%
	chr8
	Watson
	51735097
	51736864
	1768

	Gorilla gorilla 
	NUKU5
	1325
	1
	1830
	89.90%
	chr1
	Crick
	198978421
	198980188
	1768

	Pongo pygmaeus
	KU70
	1787
	1
	1830
	99.20%
	chr22
	Watson
	25837518
	25878683
	41166

	Pongo pygmaeus
	NUKU1
	1309
	14
	1830
	90.20%
	chr1
	Watson
	29101741
	29103483
	1743

	Pongo pygmaeus
	NUKU2
	1689
	2
	1830
	96.10%
	chrX
	Crick
	145414587
	145416402
	1816

	Pongo pygmaeus
	NUKU3
	1458
	8
	1830
	90.90%
	chr8
	Crick
	60347949
	60349717
	1769

	Pongo pygmaeus
	NUKU4
	1560
	1
	1830
	93.60%
	chr10
	Crick
	91357048
	91359632
	2585

	Pongo pygmaeus
	NUKU5
	1484
	4
	1830
	91.70%
	chrX
	Crick
	94126556
	94128364
	1809

	Macaca mulatta
	KU70
	1765
	1
	1830
	98.60%
	chr10
	Crick
	9847052
	9883623
	36572

	Macaca mulatta
	NUKU1
	1263
	72
	1830
	89.40%
	chr1
	Crick
	77887982
	77889595
	1614

	Macaca mulatta
	NUKU2
	1474
	4
	1829
	91.30%
	chrX
	Crick
	96513630
	96515436
	1807

	Macaca mulatta
	NUKU3
	1501
	8
	1830
	91.90%
	chr8
	Crick
	63436057
	63437879
	1823

	Macaca mulatta
	NUKU4
	1590
	1
	1830
	93.70%
	chr9
	Crick
	93364615
	93367749
	3135

	Chlorocebus sabaeus
	KU70
	1771
	1
	1830
	98.70%
	chr19
	Watson
	24161284
	24204011
	42728

	Chlorocebus sabaeus
	NUKU1
	1289
	1
	1830
	90.10%
	chr25
	Watson
	9241536
	9243404
	1869

	Chlorocebus sabaeus
	NUKU2
	1467
	4
	1830
	91.30%
	chrX
	Crick
	88068295
	88070101
	1807

	Chlorocebus sabaeus
	NUKU3
	1495
	8
	1830
	91.90%
	chr8
	Crick
	58743356
	58745211
	1856

	Chlorocebus sabaeus
	NUKU4
	1568
	1
	1830
	93.70%
	chr9
	Crick
	86456085
	86458936
	2852

	Rhinopithecus roxellana
	KU70
	1779
	1
	1830
	99.00%
	KN294172v1
	Crick
	5384226
	5428933
	44708

	Rhinopithecus roxellana
	NUKU1
	1304
	1
	1830
	88.80%
	KN296294v1
	Crick
	410192
	411950
	1759

	Rhinopithecus roxellana
	NUKU2
	1474
	4
	1830
	91.50%
	KN299703v1
	Crick
	80891
	82688
	1798

	Rhinopithecus roxellana
	NUKU3
	1471
	8
	1830
	91.60%
	KN294978v1
	Crick
	3463373
	3465171
	1799

	Rhinopithecus roxellana
	NUKU4
	1566
	1
	1830
	93.70%
	KN294479v1
	Watson
	325294
	328833
	3540

	Rhinopithecus roxellana
	NUKU6
	1710
	1
	1830
	96.60%
	KN297495v1
	Crick
	74613
	76439
	1827

	Callithrix jacchus
	KU70
	1683
	1
	1830
	96.40%
	chrUn_GL286373
	Crick
	703541
	730633
	27093

	Callithrix jacchus
	NUKU3
	1597
	1
	1830
	93.50%
	chr1
	Crick
	18381821
	18383646
	1826

	Callithrix jacchus
	NUKU
	1643
	1
	1830
	94.90%
	chr16
	Watson
	8373308
	8375136
	1829

	Callithrix jacchus
	NUKU
	1636
	1
	1830
	94.60%
	chr3
	Watson
	149500874
	149502696
	1823

	Callithrix jacchus
	NUKU
	1622
	1
	1830
	94.50%
	chr2
	Crick
	17094306
	17096209
	1904

	Callithrix jacchus
	NUKU
	1543
	1
	1830
	93.10%
	chr16
	Crick
	73037574
	73039356
	1783

	Callithrix jacchus
	NUKU
	1475
	1
	1830
	94.90%
	chr1
	Watson
	96585968
	96587612
	1645

	Callithrix jacchus
	NUKU
	1453
	37
	1830
	91.50%
	chr16
	Crick
	15248854
	15250667
	1814

	Callithrix jacchus
	NUKU
	1252
	1
	1830
	95.20%
	chr5
	Watson
	70360631
	70361996
	1366

	Callithrix jacchus
	NUKU
	1202
	1
	1830
	92.50%
	chr17
	Crick
	72844079
	72846407
	2329

	Callithrix jacchus
	NUKU
	1140
	1
	1250
	95.90%
	chr5
	Crick
	109546445
	109547693
	1249

	Saimiri boliviensis
	KU70
	1544
	1
	1830
	97.00%
	JH378157
	Crick
	7978999
	8004997
	25999

	Saimiri boliviensis
	NUKU3
	1532
	1
	1830
	92.20%
	JH378179
	Crick
	7564513
	7566346
	1834

	Saimiri boliviensis
	NUKU
	1569
	1
	1830
	93.10%
	JH378116
	Crick
	30715543
	30717371
	1829

	Saimiri boliviensis
	NUKU
	1536
	1
	1830
	93.00%
	JH378133
	Crick
	12501449
	12503286
	1838

	Saimiri boliviensis
	NUKU
	1476
	1
	1830
	90.80%
	JH378146
	Watson
	1348297
	1350102
	1806




Column headers are derived from BLAT analysis using UCSC genome browser website using human KU70 as a query. The percentage nucleotide identify (% nt ID) is relative to human KU70, except for transcripts, where it is relative to the genomic copy of the NUKU gene.
