UPR™ome subset, direct interactors in C. elegans
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Figure S4: Subset of the UPR™ome, direct interactors in C. elegans. ‘Input genes’ associated with the GO-term ‘mitochondrial unfolded protein
response’ are indicated by turquois circles and their interactors in C. elegans are indicated by grey dots. Red arrowheads: suppressors of fzo-
1(tm1133)-induced UPR™ that overlap with the UPR™ome subset; Green triangles: enhancers of fzo-1(tm1133)-induced UPR™ that overlap with

the UPR™ome subset.



