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Figure S2: Relative abundance of TE divergent and conserved copies per genome. A) TE

coverage percentage on core, B) TE coverage percentage on accessory, C) percentage of conserved

TE copies, D) percentage of divergent TE copies. The divergent copies have less than 85% of

sequence identity to their cognate consensus while conserved copies have more than 95% of sequence

identity to the consensus. Retrotransposons are represented in warm colors (LTR in light orange, LINE

in orange and other retrotransposons orders in red) and DNA transposons are represented in cold

colors (TIR in dark blue, MITE in blue and other DNA transposons in light blue). Uncategorized TEs are

represented in grey.



