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aOm_Chr13_IGHT3 aOm_Chr12_IGHT1 aOm_Chr12_IGHT2 aOm_Chr12_IGHT3

AAW66978.1_IgT1 99.3 78.7 77.5 78.7
AAV48553.1_IgT2 78.9 99.8 83.8 99.8
ANW11927.1_IgT3 82.8 80.6 77.5 80.6
aOm_Chr13_IGHT3 79.2 77.9 79.2
aOm_Chr12_IGHT2 83.8 100

aOm_Chr13_IGHT3 83.8



