
Figure S3

>AFA53237_OmIgDSec  ASSTAPTLFPLAQCGSGTGDMMTLGCIATGFTPASLTFKWNDEGGNSLTDFVQYPAVQTGGSYMGVSQLRVKRADWDSKKFECAVEHSAGSKKVPVKKQ
>aOm_Ch13_CH32_F  ASSTAPTLFPLAQCGSGTGDMMTLGCIATGFTPASLTFKWNDEGGNSLTDFVQYPAVQTGGSYMGVSQLRVKRADWDSKKFECAVEHSAGSKKVPVKKQ

>AFA53237_OmIgDSec  LQRVIPPNITLYPLWEELEVGSKVGILCILSGFYPDKLSVEWLLDDETVTTSPVQQKLQSVEGEEKTFSLNSQLELDQSQWTQGSEVTCKATHNAAQGPPTGTPVSRTTSICS
>aOm_Chr13_CH36_F  LQRVIPPNITLYPLWEELEVGSKVGILCILSGFYPDKLSVEWLLDDKTVTTSPVQQKLQSVEGEDKIFSLNSQLELDQSQWTQGSEVTCKATHNAAQGPPTGTPVSRTTSICS

>AFA53237_OmIgDSec  AFPSSTPSIHLETPRFRTVMTQTEVTATCVVHSAYDARVSWLLDGKDPTSRTPVNQASRTTQSISSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTSNVK
>aOm_Chr13_CH37_F  AFPSSTPSIHLETPTFRTVMTQTEVTATCVVHSAYDAKVTWLLDGKDPTSRTKVNQASSTTQSISSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTSNVK
>aOm_Chr13_CH43_F  AFPSSTPSLHLETPRFRTVMTQTKVTATCVVHSAYDAKVSWLLDGKDPTSRTPVNQASSTTQSISSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTRNVK

>AFA53237_OmIgDSec  GPAVSSTTTVLIRRSLPELLKGDSAVLECAITQLSSSDLYVTFQANGVDFPEKQYVDLPASNGPHSLTKRFSIPKSHWKTDNTFTCKVNQGYSNSWVSSSKIKLF
>aOm_Chr13_CH38_ORF  GPAVSSTTTVLIRRSLPELLKGDSAVLECAITQLSSSDLYVTFQANGVDFPEKQYVDLPASNGPHSLTKRFSIPKSHWKTDNTFTCKVNQGYSNSWVSSSKIKLF
>aOm_Chr13_CH41_F  GPAVSSTTTVLIRRSLPELLKGDSAVLECAITQLSSSDLYVTFQANGVDFPEKQYVDLPASNGPHSLTKRFSIPKSHWKTDNTFTCKVNQGYSNSWVSSSKIKLF

>AFA53237_OmIgDSec  GELSMELLLVPSEESSGSGTQKLMCSGWGFNPKIKWLSGSEQKSAADNEIRMGEDGHVALTSHITVTQQEWNEGKDFICEVDDKDLQKTVRKSTSLCT
>aOm_Chr13_CH39_F  GELSMELLLVPSEESSGSGTQKLMCSGWGFNPKIKWLSGSEQKSAADNEIRMGEDGHVALTSHITVTQQEWNEGKDFICEVDDKDLQKTVRKSTSLCT
>aOm_Chr13_CH42_F  GELSMELLLVPSEESSGSGTQKLMCSGWGFNPKIKWLSGSEQKSAADNEIRMGEDGHVALTSHITVTQQEWNEGKDFICEVDDKDLQKTVRKSTSLCT

>AFA53237_OmIgDSec  AFPSSTPSLHLETPRFRTVMTQTEVTATCVVHSTYDAKVSWLLDGKDPTSRTPVNQASSTTQSVSSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTRNVK
>aOm_Chr13_CH40_F  AFPSSTPSLHLETPRFRTVMTQTEVTATCVVHSAYDAKVSWLLDGKDPTSRTPVNQASSTTQSISSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTRNVK

>AFA53237_OmIgDSec  GSVTPSAPTATLLQGPSELVRLVLGFSPSDINITWLLDNVTELWNNNTSTPYRAPGGKFGIRSHLSLAHQDLTPGAVYTCRVTHTTQTLALNISKPGVCLSVHSILI-
>aOm_Chr13_CH44_F  GSVTPSAPTATLLQGPSELVCLVLGFSPSDINITWLLDNVTELWNNNTSTPYRAPGGKFGIRSHLSLAHQDLTPGAVYTCRVTHTTQTLALNISKPGVCLSVHSILI-
>aOm_Chr13_CH45_ORF    GSVTPSAPTATLLQGPSELICLVLGFSPSDINITWLLDNVTELWNNNTSTPYRAPGGMFGIRSHLSLAHQDLTPGAVYTCRVTHTTQTLALNISKPGVCLPVHSILIQ
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