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自動的に生成された説明]
Figure S3. Predicted amino acid sequences of the serotonin receptor mutants.
All of the mutation caused by CRISPR/Cas9 brought frame-shifts in the serotonin receptors, causing premature stop codons. The black letters and red letters represent original amino acid sequences and amino acid sequences brought by the genome editing events, respectively. 
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Ppa-SER-1 (cbh3):
SITGVIVIHRTIILITTGRPNSIGAHPSLLVTSTTQQPPSSNFSSTNYTDNAVALLLLPFLCATGLIGNAFVCVAIGTERRLQ
NVTNYFLFSLALADLLVCVVVMPLSILVEIKNGKWMWSNGPPLRLC*

Ppa-SER-1 (cbh58):
SITGVIVIHRTIILITTGRPNSIGAHPSLLVTSTTQQPPSSNFSSTNYTDNAVALLLLPFLCATGLIGNAFVCVAIGTERRLQ
NVTNYFLFSLALADLLVCVVVMPLSILVEIKNGKWMWSIRLC*

Ppa-SER-4 (cbh12):
MVNSSSLDVLPSFSSSPSLLTQITLAIFLVLLCLVCIVGNTFVILAVCLERELRARPQFYLIFSLAVADLVVGLFVSPLYTWST
VRGQWTFGVLVCDMWITVDVLMCTASILHCS*

Ppa-SER-5 (cbh11)
MTDTINAADANITAEMINNTGGRNYAGLRNAVPSSSHILMTIFGNLLVLCFKARVGRTNTTLLVWNLIFSSGLLCCHW
ERSISSINNGSSGTSCATCGWLRT*

Ppa-SER-5 (cbh23)
MTDTINAADANITAEMINNTGGRNYAGLRNAVPSSSIIILMTIFGNLLVLCFKARVGRTNTTLLVWNLD*

Ppa-SER-7 (cbh1):

MTADTEQKILIVIVVWVIMII*

Ppa-SER-7 (cbh2):
MTADTEQKILIVIVVVIMIIRWRAMRWSVSLCSSFGRSSNHPTSYWLCSSFGRSSNHPTSYWFPSQSPTSSWAAL*
Ppa-MOD-1 (cbh4):
MRIGSILLLLFSIFALSRSKRRKCAEGTMSEGAIVSATMANYTKMLPESEESVKVHIEMHVQDMGSLNEISSDFEIDILF
TQLWHDSALPPSMQEEYYNGVSFPQSNLDAKHLSDQFKKDDDPCFSHGQYHVHSIREWNSLG*

Ppa-MOD-1 (cbh5):
MRIGSILLLLFSIFALSRSKRRKCAEGTMSEGAIVSATMANYTKMLPESEESVKVHIEMHVQDMGSLNEISSDFEIDILF
TQLWHDSALSQHARRILQWSLVSSIKSGRQTLV*




