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Figure S3. Repeat annotation of modified GATC sites in euchromatin and heterochroma-
tin. The number and percentage of modified GATC sites is shown for simple, low-complexity,
and satellite repeats (simple-lowC-satellite, green), transposon repeats (blue), ncRNA and
other repeats (red), and non-repeats (yellow). (A) Total number of GATC sites (B) Percentage
of GATC sites.



