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Figure S3. Relationship between nonparental and asymmetric meiotic DSB sites. The frequency of DSB sites is

measured by (A) aggregated H3K4me3 enrichment and by (B) aggregated DMC1 heat (suggested to also

reflect the time for repair). The facets are separated horizontally by the PRDM9 allele inferred to control the
DSB sites. The dashed horizontal lines represent the threshold lines for symmetric/asymmetric DSBs
(proportion of B6 reads within/outside 0.2-0.8 interval). Data from (DAvies et al. 2016).
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