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Table S1. Statistical overrepresentation of Chi motifs across Markov models.

	Markov model 
	Oligonucleotide composition
	Z score
	O/E ratio  (observed/expected)

	 
	 
	Value in E. coli
	Threshold used
	Value in E. coli
	Threshold

	
	
	
	
	
	used

	Markov 0
	Mononucleotides
	53.6
	49
	2.5
	2

	Markov 1
	Di-nucleotides
	46
	42
	2.8
	2

	Markov 2
	Tri-nucleotides
	17.3
	13
	1.6
	1.3

	Markov 3
	Tetra-nucleotides
	7.9
	5
	1.2
	1.2

	Markov 4
	Penta-nucleotides
	11.6
	8
	1.5
	1.2

	Markov 5
	Hexa-nucleotides
	8.9
	6
	1.2
	1.2




