Figure S2 Diagram of the Simulations
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* 6 random sires contribute 17 offspring per herd:
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Record disease status of all individuals

Variance estimation
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Linear Mixed Model:
Vike = 1 + Herdk + IDI + IQRI + Cikt

Repeated
observations

=0.02,0.050r0.17

Store found o2

Ty N Ay
h2 obs
obs = _2 \,
Pobs A

“ £0.02,0.05 0r 0.1?
Change arjy and rerun

-

Schematic representation of the three steps of the simulations. See Table 1 in main text for definition of symbols.




