[bookmark: _GoBack][image: C:\Users\贾豫\Desktop\sup Fig S1 .jpg]

Figure S1. Statistical results of sgRNAs targeting the downstream of the transcriptional start site. sgRNAs were designed to target 5’UTR, gene body and 3’UTR regions of vn, dpp, ci and wg respectively, the activation phenotypes were analyzed according to the classification criteria in Fig. 1a. 
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