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	Primer
	Sequence
	Reference

	CaCas9/for
	ATCTCATTAGATTTGGAACTTGTGGGTT
	Min et al. 2016

	CaCas9/rev
	TTCGAGCGTCCCAAAACCTTCT
	Min et al. 2016

	SNR52/F
	AAGAAAGAAAGAAAACCAGGAGTGAA
	Min et al. 2016

	sgRNA/R
	ACAAATATTTAAACTCGGGACCTGG
	Min et al. 2016

	SNR52/N
	GCGGCCGCAAGTGATTAGACT
	Min et al. 2016

	sgRNA/N
	GCAGCTCAGTGATTAAGAGTAAAGATGG
	Min et al. 2016

	P3_CAG1
	TGTTAGATGCTGGTGGACAAGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_CAG1
	TTGTCCACCAGCATCTAACACAAATTAAAAATAGTTTACGCAAGTC
	This study

	CAG1-FG
	AGATATTTTGGGTTTTTTTCTTAATGTACATTAAAATCTGTCTTTTAGTTTACCTTTTTTTAATACCAGTATTCAATCGAAGCTTCGTACGCTGCAGGTC
	This study

	CAG1-RG
	AAATAGATATAAACACAAAAAATTTAAACTGAACATTAATTGTAAAGTAAAAAAAGATATCGCCTACTTCTTGCAATCTGATATCATCGATGAATTCGAG
	This study

	Con_CAG1-F1
	CAAAGAACAGGATGACGAGCATATGG
	This study

	Con_CAG1-R1
	ACTCCAAATCATTCTCCGACACTG
	This study

	ARG4-R1
	AATGGATCAGTGGCACCGGTG
	Martin et al. 2007

	ARG-F3
	GTGGGAAAAGTGGTAGAGTATTTGGTC
	This study

	LEU2-F
	CAGAATCACCCGTATGGCTGC
	This study

	LEU2-R
	GGCAAAGTTACATGGTCTGATGTTAGC
	This study

	P3_STE2
	AGCTAAAATAGCTTTAGTCAGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_STE2
	TGACTAAAGCTATTTTAGCTCAAATTAAAAATAGTTTACGCAAGTC
	This study

	STE2-FG
	ACAAACCAAATTATTTTTAAATCACCATTGATTTATTCGATCAACAACCAGTATTCCTCTTTCATTTATCTTTCTTCAGAAGCTTCGTACGCTGCAGGTC
	This study

	STE2-RG
	TTATTATAAAACTATGTTAAAAGAAGAAAAGACGAGGAATTGTATTCCAAAAAAATAAAGTGTACCACCATATTTATCTGATATCATCGATGAATTCGAG
	This study

	Con_STE2-F1
	GAAGAGAGGCCAAAAGGGAATAAAGC
	This study

	Con_STE2-R1
	GTTGCGTTATTTGTTCCAAGTGC
	This study

	P3_STE4
	AATGGAACCTATCAAATGCAGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_STE4
	TGCATTTGATAGGTTCCATTCAAATTAAAAATAGTTTACGCAAGTC
	This study

	STE4-FG
	TGAAAAAAAAAAGAAAAACTTTAACATCCACTAAGTAGTACCCTGTGAGTTCATTCGTGGGATCTGTTTTACAAAAATGAAGCTTCGTACGCTGCAGGTC
	This study

	STE4-RG
	ATTAAGGTGTGTGGTTAATGTACTCTTGTGCTTGAGTTTTTTTTTTCTCTACCCTCAGTCTCGCTCTTTTTACTTCTCTGATATCATCGATGAATTCGAG
	This study

	Con_STE4-F1
	GCACGTGGCTAAAGTTGAACACTAG
	This study

	Con_STE4-R1
	GGTAACCGACAACAGAACCAACG
	This study

	P3_STE11
	TATGTCCATTCAGTTCCACAGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_STE11
	TGTGGAACTGAATGGACATACAAATTAAAAATAGTTTACGCAAGTC
	This study

	STE11-FG
	AAATTAAGTTTAAAGATCATATAGAAAACCTAATACATTAGTTCGTGTGTATATGGTACTCAAATCTAACAAACAGTCGAAGCTTCGTACGCTGCAGGTC
	This study

	STE11-RG
	TTATCATTGTTTCGACATAATTAATGGATTTAAAAATTGTTCTGCTAATAATTCAATTGCATCTGGTCTCATTTCATCTGATATCATCGATGAATTCGAG

	This study

	Con_STE11-F1
	CAAACGGTGACGTGGTTAATTGGTAG
	This study

	Con_STE11-R1
	TCAAATTTGGAATCTGCAAGTAGGTTC
	This study

	Con_STE11-Int
	CACCGTGTGGAACTGAATGGAC
	This study

	P3_HST7
	AATTTGCACAGAAATCCCCTGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_HST7
	AGGGGATTTCTGTGCAAATTCAAATTAAAAATAGTTTACGCAAGTC
	This study

	HST7-FG
	TTGAATATATTAATAATAAAATTATAATAACAGGTTTGCTTGTTCATTGTTTTTGCTCATTCATACTCCACCTCAACAGAAGCTTCGTACGCTGCAGGTC
	This study

	HST7-RG
	GTATATGTATATGAGTTGTGTTTACACTTTGCATTTTCTGATCTTTTTCGCCCAGCTCTTGTGTTCTTTGTCATAATCTGATATCATCGATGAATTCGAG
	This study

	Con_HST7-F1
	ATCAGGCCAGAAAGAATGAGAGACAG
	This study

	Con_HST7-R1
	AGACCAGTATTGATGGGAATGTGGAG
	This study

	P3_CST5del
	TGTCGTGGTTTAAATTGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_CST5del
	CTGCAATTTAAACCACGACACAAATTAAAAATAGTTTACGCAAGTC
	This study

	CST5del-FG
	ATAAATCTGAAACATCGACTATAAAACCACCAAAAAAATCCCATCCATCGTCAATCTGTTAATATTACCCACCAGGCAGAAGCTTCGTACGCTGCAGGTC
	This study

	CST5del-RG
	TAATAGTCGACAAGAAAGAGATCGATGGACAATGTGTATATTAAGTGAGATGGATCGGCTTACGGGTCAGATGTAATCTGATATCATCGATGAATTCGAG
	This study

	Con_CST5del-F1
	CCAGCTGTCTTGAGCAAATTCTGC
	This study

	Con_CST5-R2
	TCCGAAACTGACAGCATTTTATGAGC
	This study

	P3_CST5
	TTCCAAAACTGTTGGAAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_CST5
	CACTTCCAACAGTTTTGGAACAAATTAAAAATAGTTTACGCAAGTC
	This study

	P1_pFA-GFP-HIS1
	GGAATAAGGGCGACACGGAAATG
	This study

	P2_pFA-GFP-HIS1
	GATCGGCTTACGGGTCAGATGTAACCGCATAGGCCACTAGTGGA
	This study

	P1_PAM19.2129
	ACAACTGGCACTTGGTTTCTG
	This study

	P2_PAM19.2129
	GTTGGAAGTGGAGGTACAGAATG
	This study

	P3_PAM19.2129
	CATTCTGTACCTCCACTTCCAAC
	This study

	P4_PAM19.2129
	GCTATTTCTGCAGAATCACCAGC
	This study

	P3_orf19.2129-Fw
	TTACATCTGACCCGTAAGCCGATC
	This study

	P6_PAM19.2129
	TGGGGTGCCCTAATCAAGTTGC
	This study

	P5-GFP-HIS1
	CTTCGTACGCTGCAGGGTGC
	This study

	S2- orf19.2129
	GGTCGATACCCATTCAGTCCCACG
	This study

	GFP-sequencing-Fw
	GGTCCTTCTTGAGTTTGTAACAGC
	This study

	HIS1-sequencing-Fw
	TCCGTTGAGGCTTCTTGTGC
	This study

	CST5-F1
	TTATTCAGCAAGCACTAACTAAAAACAATTGGGCCGATTTAATGATTGAGATTGATAATGCGTTACTTACATCTGACCCGGGTGCTGGCGCAGGTGCTTC
	This study

	CST5-R1
	CATTGTCACAATGCTATGTATACACTGGTAAATTAACAGAACTAGACTTGTTGAATTGTGAAACTCGAACAACACAGGTCGATACCCATTCAGTCCCACG
	This study

	Con_CST5-F2
	AGTGGACGCATATGAGGTTGAAACG
	This study

	Con_CST5-R2
	TCCGAAACTGACAGCATTTTATGAGC
	This study

	D2_Reverse
	TCTTTCGAAAGGGCAGATTGTGTGG
	This study

	HIS1-Fw
	GCAGATGGCGAGTACGAAAAGC
	This study

	CST5-CAAX-F1b
	AACAATTGGGCCGATTTAATGATTGAGATTGATAATGCGTTACTTACATCTGACCCGTGTTGTACAATTGTTTAATAACCCGGGAATCTCGGTCGTAATG
	This study

	HIS1-R3
	TATCGGCACCACTCAATAAGTTACAGC
	This study

	P3_STE11-CAAX
	ATTTGGTGTGTGTGTGAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_STE11-CAAX
	CACTCACACACACACCAAATCAAATTAAAAATAGTTTACGCAAGTC
	This study

	STE11-CAAX-FG
	CCAGATGCAATTGAATTATTAGCAGAACAATTTTTAAATCCATTAATTATGTCGAAACAATGTTGTGTTATTGTTTGAGAAGCTTCGTACGCTGCAGGTC
	This study

	STE11-CAAX-RG
	GTGGGAAGAGGAACAAAAAAAAAATAACAATGTGTGTGTGTGTGTGTCCGTGATGAATAAATGAAGATTCAAAAAGTCTGATATCATCGATGAATTCGAG
	This study

	Ste11-int-F
	AGAATATGTGCCCGGAGGTTCAG
	This study

	P3_CEK1-GFP
	TAAACTAAACTAAAAACTATGTTTTAGAGCTAGAAATAGCAAGTTAAA
	This study

	P2_CEK1-GFP
	ATAGTTTTTAGTTTAGTTTACAAATTAAAAATAGTTTACGCAAGTC
	This study

	CEK1-GFP-FG
	TCGATTTTGATAAAATGAAAGATCAATTAACAATTGAAGATTTGAAAAAATTGTTATATGAAGAGATTATGAAACCATTAGGTGCTGGCGCAGGTGCTTC
	This study

	CEK1-GFP-RG
	ATTCTACTTCTTTTTCTTTTCAAATATCAACAAAATCTATTCTTCACACATGTTTACTTAACTTCAACTTTAACTTTAAC CCGCATAGGCCACTAGTGGA
	This study

	Con_CEK1-F1
	TATTGGCAGAAATGTTGAGTGGTAGACC
	This study

	Con_CEK1-R1
	AGGTCTGATATTAATTTGGCTTGCTGTG
	This study

	Cek2-GFP- SgRNA Forward
	ATTTGATTATACTTTATAAAGATATG
	Rastghalam et al. 2019

	Cek2-GFP- SgRNA Reverse
	AAAACATATCTTTATAAAGTATAATC
	Rastghalam et al. 2019

	Cek2-GFP- Repair DNA Forward
	AAGAGTTTGATTTTGATATAGATAAGAAGAATTTGGACACCAATGACTTGAAAAAACAAATTTTCGAAATAGTCATGTCG GGTGCTGGCGCAGGTGCTTC
	Rastghalam et al. 2019

	Cek2-GFP- Repair DNA Reverse
	ACAGGGTTGAACAGTGAACCCAATAAAAGTTTTAACAGATATTATTGAAAGACAAAGAAAACATCACTAAACAAATTAAATTATTTGTATAGTTCATCCA
	Rastghalam et al. 2019

	Cek2-GFP- Checking primers Foward
	CTTGATGAGCCTGTTACACT
	Rastghalam et al. 2019

	Cek2-GFP- Checking primers Reverse
	GAGAAAAGATGATCGCTATC
	Rastghalam et al. 2019




	Plasmid
	Reference

	pV1093
	Vyas et al. 2015

	pFA-CaARG4
	Gola et al. 2003

	pFA-GFP-CaHIS1
	Gola et al. 2003

	pFA-CaHIS1
	Gola et al. 2003

	pFA-CmLEU2
	Schaub et al. 2006
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