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Figure S5. nOti 2.0 assembly aligned to nrOscTipu1.3

The telomere-to-telomere genome assembly (x axis) aligned to the previous assembly (Besnard

et al, 2017) (y axis) in nucmer (Kurtz et al, 2004). Blue dots indicate co-oriented nucleotide

matches, while orange dots indicate matches in opposite orientations.
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