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Figure S3: Regulatory changes in all pairwise comparisons for mostly zygotic genes. Transcript level
ratios between parental lines and within hybrids at for mostly zygotic genes (see Methods) at stage 5
describe regulatory changes between species in each set of crosses. The number of genes in each
category of regulatory change (n=) is listed in each plot. For definitions of categories of changes and
criteria, see Methods.




