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Figure S1. RNA-seq analysis of ZS9 and yvl at eight leaves stage. 
(A) The statistics of reads number between ZS9 and yvl. 
(B) Distribution statistics of FPKM. 
(C) Venn diagram showed that the DEGs that were significantly more than 2.0-fold changes among the four samples (p < 0.05). (D) Spearman correlation plot of the eight samples in the study.
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Figure S2. Polymorphic molecular markers used in fine mapping. 
(A) Seven useful SNP markers were visualized between ZS9 and yvl. The green shade indicated SNP variation. 
(B) Four useful InDel markers were displayed on high resolution agarose gel. M1: 1 kb ladder marker, M2: DL2000 marker.
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Figure S3. Multiple sequence alignment of ORF5 genomic sequences from ZS9 and yvl with the reference genomic and coding sequence from Darmor-bzh.
Black backgroud shows the exons. The lowercase letters in ORF5 and the short black line in ORF5-CDS sequence indicates the introns.
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Figure S4. Multiple sequence alignment of ORF10 genomic sequences from ZS9 and yvl with the reference genomic and coding sequence from Darmor-bzh.
Black backgroud shows the exons. The lowercase letters in ORF10 and the short black line in ORF10-CDS sequence indicates the introns.
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Figure S5. Multiple sequence alignment of ORF14 genomic sequences from ZS9 and yvl with the reference genomic and coding sequence from Darmor-bzh.
Black backgroud shows the exons. The lowercase letters in ORF14 and the short black line in ORF14-CDS sequence indicates the introns.
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Figure S6. Amplification and digestion by Bln I of ORF10 in ZS9 and yvl.
M1: 1 kb ladder marker; M2: DL2000 marker
[image: image21.png]M ZS9
10000 bp _)= gy

pu—
2000 bp—>

BCsF, ZS9-type
ﬁﬁﬁﬁﬁﬁﬁﬁ =&

i

10000 bp—> oty YV

2000 bp—>

BC3F1 wvi-type





Figure S7. Amplification and digestion by Bln I of 10 BC3F1 ZS9-type and 10 BC3F1 yvl-type plants.
ZS9 (top) and yvl (bottom) were controls respectively.
M: 1 kb ladder marker
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Figure S8. Multiple sequence alignment of the CHLH protein sequences with the domains (I-VI).
OsCHLH, ZmCHLH, GmCHLH, AtCHLH, BolCHLH and BraCHLH are respectively indicated CHLH protein in Oryza sativa, Zea mays, Glycine max, Arabidopsis thaliana, Brassica oleracea and Brassica rapa. BnaA03.CHLH, BnaA03.YVL and BnaA03.yvl are respectively indicated CHLH protein in Darmor-bzh, ZS9 and yvl mutant.
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Figure S9. FPKM value of BnaA03.CHLH in ZS11 tissues
(A) FPKM value of BnaA03.CHLH in eight tissues of ZS11 with one biological repetition (Li et al. 2019)
(B) FPKM value of BnaA03.CHLH in five tissues of ZS11 with two biological repetitions 
 ADDIN EN.CITE 
(Yao et al. 2020)
.
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Figure S10. Heat map displaying the expression of chlorophyll synthesis genes by RNA-seq.
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