	Table S1: Strains used in this study 

	Genotype
	Strain #
	Additional information
	Reference

	∆hH2Az::hph
	S532
	progeny from cross of NCU05347(FGSC12088) x S520 (mat-;∆dim-5::nat1;Bml::tk+)
	This study

	∆hH2Az::hph
	ACx11-12
	progeny from cross of NCU05347(FGSC12088) x S520 (mat-;∆dim-5::nat1;Bml::tk+)
	This study

	∆hH2Az::hph
	ACx11-14
	progeny from cross of NCU05347(FGSC12088) x S520 (mat-;∆dim-5::nat1;Bml::tk+)
	This study

	∆hH2Az::hph
	ACx11-17
	progeny from cross of NCU05347(FGSC12088) x S520 (mat-;∆dim-5::nat1;Bml::tk+)
	This study

	Wild type
	ACx11-2
	progeny from cross of NCU05347(FGSC12088) x S520 (mat-;∆dim-5::nat1;Bml::tk+)
	This study

	Wild type
	ACx11-3
	progeny from cross of NCU05347(FGSC12088) x S520 (mat-;∆dim-5::nat1;Bml::tk+)
	This study

	∆hH2Az::hph;hH2Az+
	ACt9-3
	primary transformant hH2Az complementation
	This study

	∆hH2Az::hph;hH2Az+
	ACt12-1
	primary transformant hH2Az complementation
	This study

	Wild type
	S2
	FGSC2489
	(1)

	Wild type
	S1
	FGSC4200
	(1)

	∆hH2Az::hph;∆set-7::hph
	ACx36-1
	progeny from cross of NCU05347 (FGSC12088) x S238 (FGSC11182)
	This study

	∆set-7::hph
	S238
	NCU07496 (FGSC11182)
	(1)

	h2a.z-GFP-hph;mcm-2-RFP-hph
	S493
	progeny from cross of hH2Az-GFP-hph;mcm-2-RFP-hph (SH732) and ∆dim-5::bar;∆set-7::hph (S353). This progeny is EBx259-25
	This study

	h2a.z-GFP-hph;mcm-2-RFP-hph;∆set-7::hph
	S496
	progeny from cross of hH2Az-GFP-hph;mcm-2-RFP-hph (SH732) and ∆dim-5::bar;∆set-7::hph (S353). This progeny is EBx259-26
	This study

	h2a.z-GFP-hph;mcm-2-RFP-hph; ∆set7::hph;∆dim5::bar
	S499
	progeny from cross of hH2Az-GFP-hph;mcm-2-RFP-hph (SH732) and ∆dim-5::bar;∆set-7::hph (S353). This progeny is EBx259-27
	This study

	h2a.z-GFP-hph;mcm-2-RFP-hph;∆dim5::bar
	S501
	progeny from cross of hH2Az-GFP-hph;mcm-2-RFP-hph (SH732) and ∆dim-5::bar;∆set-7::hph (S353). This progeny is EBx259-28
	This study

	∆swr-1::hph
	NCU09993
	NCU09993 (FGSC11398)
	(1)

	∆dim-5::bar;∆set-7::hph
	S355
	progeny from cross of set-7 (FGSC11182) x dim-5 (S132) cross
	(2)

	his-3-;∆mus-52::bar (A)
	S7
	
	

	∆eed::hph
	S375
	NCU05300 (FGSC14852)
	(1)

	∆eed::hph;his3::Pccg-1-3xflag-eed
	S607
	
	This study

	∆hH2Az;∆eed::hph; his3::Pccg-1-3xflag-eed
	ACx71-2
	
	This study

	∆cac-3
	NCU06679
	NCU06679 (FGSC13916)
	(1)
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