Table S1. Yeast strains used in this study
	Strain
	Genotype
	Source

	BY4741
	MATa his3∆1 leu2∆O met15∆O ura3∆O
	Open Biosystems

	TSA131
	MATa his3∆1 leu2∆O met15∆O ura3∆O cdc7-4::KanR
	(TONG AND BOONE 2006)

	TSA161
	MATa his3∆1 leu2∆O met15∆O ura3∆O dbf4-1::KanR
	(TONG AND BOONE 2006)

	TSA162
	MATa his3∆1 leu2∆O met15∆O ura3∆O dbf4-2::KanR
	(TONG AND BOONE 2006)

	RSY299
	MATα leu2 trp1 his3 ura3
	(HOANG et al. 2007)

	RSY302
	MATα leu2 trp1 his3 ura3 cdc7-7
	(HOANG et al. 2007)

	RSY847
	MATα leu2 trp1 his3 ura3 cdc7-7 mcm5-P83L (mcm5–bob1-2)
	(HOANG et al. 2007)

	RSY867
	MATα leu2 trp1 his3 ura3 mcm5-P83L (mcm5-bob1-2)
	(HOANG et al. 2007)

	YMB9337
	MATα leu2 trp1 his3 ura3 CSE4Δ::6HIS-3HA-Cse4::mx4NAT
	This Study

	YMB9338
	MATα leu2 trp1 his3 ura3 cdc7-7 CSE4Δ::6HIS-3HA-Cse4::mx4NAT
	This Study

	YMB10040
	MATa cse4::∆Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112, his3-11, trp1-1, can1-100, ade2-1, bar∆ cdc7-7:KanMX
	This Study

	YMB10041
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112:pGal-3Flag-Cse4:Leu2, his3-11, trp1-1, can1-100, ade2-1, bar∆ cdc7-7:KanMX
	This Study

	YMB10043
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112, his3-11, trp1-1, can1-100, ade2-1, bar∆ CDC7:KanMX
	This Study

	YMB10044
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112:pGal-3Flag-Cse4:Leu2, his3-11, trp1-1, can1-100, ade2-1, bar∆ CDC7:KanMX
	This Study

	YMB10124
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112, his3-11, trp1-1, can1-100, ade2-1, bar∆ cdc7-7:KanMX psh1∆::hphMX
	This Study

	YMB10125
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112:pGal-3Flag-Cse4:Leu2, his3-11, trp1-1, can1-100, ade2-1, bar∆ cdc7-7:KanMX psh1∆::hphMX
	This Study

	YMB10126
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112, his3-11, trp1-1, can1-100, ade2-1, bar∆ CDC7:KanMX psh1∆::hphMX
	This Study

	YMB10127
	MATa cse4∆::Nat, Ura3-1::3Flag-Cse4:Ura, leu2-3,112:pGal-3Flag-Cse4:Leu2, his3-11, trp1-1, can1-100, ade2-1, bar∆ CDC7:KanMX psh1∆::hphMX
	This Study





Table S2. Plasmids used in this study
	[bookmark: _Hlk28693374]Name
	Promoter, Gene and Marker
	Source

	pRS425
	LEU2
	(CHRISTIANSON et al. 1992)

	SB878
	GAL HA-CSE4 LEU2
	Sue Biggins

	pMB433
	pRS426 GAL1 URA3
	(MUMBERG et al. 1994)

	pMB1058
	pRS415-MTW1-GFP LEU2/CEN
	(KERSCHER et al. 2003)

	pMB1597
	GAL1 HA-CSE4 URA3
	(AU et al. 2008)

	pMB1604
	MoBy UBI4 2µ LEU2
	(HO et al. 2009)

	pMB1722
	pGEM-T-Easy cdc7-7:KanMX
	This Study

	pMB1898
	MoBy CDC7 2µ LEU2
	(HO et al. 2009)
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