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The genotype of this sample is of excellent quality. It is female and inbred, and likely a
mix of multiple FVB/N substrains.

Diagnostic SNPs indicate the presence of the background substrains FVB/NJ.

The sample contains the following genetic constructs: Luciferase, SV40 large T antigen

Excellent (22 N calls)

All reported results are dependent on genotyping quality.
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Strain Total Consistent Inconsistent Heterozygous Excluded

multiple FVB/N 9721 9425 0 (0.0%) 4(0.0%) 292
substrains (100.0%)
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Substrain Homozygous Heterozygous Potential % Observed
FVB/NJ 67 8 79 94.9%



