Supplementary Figure 3
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Supplementary Figure S3: Anchorage-independent Growth in Cancer Cell Lines.

Cancer cell lines HT-15 (colorectal cancer, A), MDA-MB-468 (breast cancer, B), Hela
(cervical cancer, C), HCT116 (colorectal cancer, D), and HT29 (colorectal cancer, E) were
transduced with a control or two independent RhoBTB2-specific shRNAs and seeded in soft
agar. Colonies were stained and quantified. Error bars indicate SD of 3 independent

Number of colony per well

450
400
350
300
250
200
150
100

50

experiments (independent transductions).
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